ANT (ALT)

Habop ®nakux ctTabnnmsmpoBaHHbIX peareHToB A41A onpeaeeHns akTUBHOCTH
aNaHMHamMuHOTpaHcdepasbl B CbIBOPOTKE KPOBM GpepMeHTaTUBHBIM KMHETUYECKMM
meToaoM 6e3 nupunaokcanb-5-pocdara.

Kopg Ne 10506 1x100 20506 - 5x100 mn

NOArOTOBKA peareHTOB U Ux cTabunbHOCTb
MpurotoBneHne moHopeareHTa. Cmewatb HeobxoamMmble KonnyecTsa peareHTos 11 2 B
cooTHoweHun 4:1. MoHopeareHT cTabuneH B TedeHue 3 Hegenb npu 2-8°C.

[temName | [2] [ALT |

DATA INFORMATION CALIBRATION
UNITS ull TYPE | Factor
DECIMALS 1 FACTOR -1750**
ANALYSIS
[TYPE | RATE
NORMAL RANGE
Main W.Length 1 [ 340 MALE FEMALE
Main W.Length 2 [ 450 LOwW HIGH LOwW HIGH
Serum 6 40 6 32
[ METHOD [l Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
Y= [1 X+ |0
[ Page : 1

# BBOAWTCH OnNepaTopoM

**baKTop HaZ4o CKOPPEKTMPOBATb A/1A KOHKPETHOro aHa/AM3aTopa C UCMNOo/Ib30BaHNMEM KOHTPO/IbHOM CbIBOPOTKM
paccumTas ero no popmyne:

HOBbIM aKTOp = 3HaYeHNE KOHTPOILHOro MaTepuana X Ctapbliii pakTop
M3MepeHHoe 3HadYeHne
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[Iltem Name | [ALT ]

Third Mix. | ® OFF O ON
R1Blank | ® WaterBlk O R1 Blank1

ASPIRATION DATA PROCESS
KIND | ® Single ODouble READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 20 MAIN| 12 29 LOW 0.600
REAGENT1 VOL | 200 ul SUB HIGH 3.000
REAGENT2
FACTOR [ENDPOINT LIMIT  [2.000 |

[ Bk correction

[1

[ LINEAR CHECK(%) |90

MONITOR

OLEVEL POINT |1

Dilution

O 99:Dil1

® 100:Dil2

SPAN
PROZONE CHECK
START [END__ [LIMIT(%) |
FIRST
SECOND ® Low O High
THIRD ® Low O High

[ltem Name | [ALAT |

Auto Rerun SW

O On © Off

Auto Rerun Condition (Absorbance

[ Absorbance Range

Auto Rerun Range (Result)

Lower

O On © Off

Higher

O On ©® Off

O On ®© Off |® On O Off

[ Prozone Range

|loon @ off

Lower Higher

Serum 450

Urine

Plasma

CSF

Dialysis

Other

[ Page: 3

# BBOAWTCS OnNepaTopoM
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AZIbBYMMUH (albumin)

Habop peareHTOB A/1A KOJIMYECTBEHHOTO ONPeAeNeHUA CoAEePKAHUA anbbyMMHA B CbIBOPOTKE U
nia3me KPOBU KOJIOPUMETPUYECKMM METOAOM C HPOMKPE30/10BbIM 3€/1EHDBIM.

Kop Ne 10702 - 2x100 mn

NOATrOTOBKA peareHTOB U Ux cTabunbHOCTb
PeareHT 1 cTaHAAPT rOTOBbI K UCNO/Ib30BAHMIO M NOC/E BCKPbITUA GNAKOHOB CTabUbHbI 4,0 KOHL,A
CPOKa roaHOCTM Habopa npu 2-8°C.

[ltem Name | [ALB |
DATA INFORMATION CALIBRATION
UNITS g/l TYPE [ Linear |
DECIMALS 1 STANDARD
#1 60 #4
#2 #5
ANALYSIS #3 #6
[TYPE | END
NORMAL RANGE
Main W.Length 1 [ 600 MALE FEMALE
Main W.Length 2 [ 700 LOwW HIGH LOwW HIGH
Serum # # # #
[ METHOD |BCG Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
y= [1 X+ |0
[ Page : 1

# -BBOOQMTCSI ONEepaTopom
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[Iltem Name | [ALB ]

ASPIRATION DATA PROCESS
KIND | ® Single O Double READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 3 MAIN | 24 26 LOwW 0.000
REAGENT1 VOL | 300 ul SuUB 9 10 HIGH 3.000
REAGENT2
FACTOR [ENDPOINT LIMIT  [2.000 |
Third Mix. | ® OFF O ON
[ BIk correction  [1 [ LINEAR CHECK(%) |90 |
R1Blank | ® WaterBlk O R1 Blank1
Dilution
MONITOR
O 99:Dil1 ® 100:Dil2
0 LEVEL POINT [1
SPAN
PROZONE CHECK
START [END LIMIT(%) |
FIRST
SECOND ® Low O High
THIRD ® Low O High
[ltem Name | [ALB ]
Auto Rerun SW Auto Rerun Condition (Absorbance
O On @ Off [ Absorbance Range |
Lower O On © Off
Higher O On © Off
Auto Rerun Range (Result)
OOn ®Off [@0On O Off [ Prozone Range |loon @ off
Lower Higher
Serum 6.0
Urine
Plasma
CSF
Dialysis
Other
[ Page: 3
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ACT (AST)

Habop ®unakux ctTabnnmsmpoBaHHbIX peareHToB A41A onpeaeneHns akTUBHOCTH
acnapTataMMHOTPaHCchepasbl B CbIBOPOTKE KPOBU pepMeHTaTUBHBIM KMHETUYECKMM
meToaoMm 6e3 nupuaokcanb-5-pocdara.

Kopa Ne 10509 - 1x100 mn Ne 20509 - 5x100 mn

NOATrOTOBKA peareHTOB U Ux cTabunbHOCTb
MpurotoBneHne moHopeareHTa. CmeLlaTb HEOHXOANMMbIE KOMYECTBA peareHToB 1 mn 2 B
cooTHoweHun 4:1. MoHopeareHT cTabuneH B TeyeHue 3 Hegenb npu 2-8°C.

[ltem Name | [AST |
DATA INFORMATION CALIBRATION
UNITS ull TYPE | Factor
DECIMALS 1 FACTOR -1750**
ANALYSIS
[ TYPE | RATE
NORMAL RANGE
Main W.Length 1 [ 340 MALE FEMALE
Main W.Length 2 [ 450 LOW HIGH LOwW HIGH
Serum 6 40 6 32
[ METHOD | Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
Y= [1 X+ |0
[ Page : 1

# BBOOQUTCS onepaTopom

** thakTop Ha0 CKOPPEKTUPOBATL A1 KOHKPETHOIO aHanmMsartopa ¢ UCMosib30BaHMEM KOHTPOJbHOM
CbIBOPOTKM paccuynuTae ero rno gopmyre:
HOBbI (haKTOpP = 3HAYEHWE KOHTPOSILHOIO Matepuana x cTapblii hakTop

M3MepeHHoe 3HayYeHne
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[ltem Name | [AST |

ASPIRATION DATA PROCESS
KIND | ® Single ODouble READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 20 MAIN 12 29 LOwW 0.600
REAGENT1 VOL [ 200 ul SuB HIGH 3.000
REAGENT2
FACTOR [ ENDPOINT LIMIT [ 0.000 |
Third Mix. | ® OFF O ON
[ Blk correction |1 [ LINEAR CHECK(%) [ 15 |
R1Blank | © WaterBlk O R1 Blank1
Dilution
MONITOR
O 99:Dil1 ® 100:Dil2
0 LEVEL POINT [1
SPAN
PROZONE CHECK
START [END LIMIT(%) |
FIRST
SECOND ® Low O High
THIRD ® Low O High
[ltem Name | [AST |
Auto Rerun SW Auto Rerun Condition (Absorbance
O On © Off [ Absorbance Range |
Lower O On ®© Off
Higher OOn ©® Off
Auto Rerun Range (Result)
OOn ®Off [®0On O Off [ Prozone Range |oon @ off
Lower Higher
Serum 450
Urine
Plasma
CSF
Dialysis
Other
[ Page: 3 |

*input calibrator value
# entered by the user
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BUNNPYBUH OBLLUUMA (bilirubin total)

Habop peareHTOB ANA KOANMYECTBEHHOIO ONpeaeneHns cogepxaHnsa obLero u NPAamoro
H6unmpybuHa B CbIBOPOTKE KPOBU KONOPUMETPUUYECKMM MeToaoM EHapaccuka-fpoda.

Koa Ne 10711 - 1x100 mn, 1x40 mn

NOATrOTOBKA peareHTOB U UX CTabunbHOCTb

PeareHTbl 1, 2 1 3 rOTOBbI K UICNO/1b30BaHUIO. PeareHTbl Noc/ie BCKPbITUA CTabubHbI 40 KOHLA
CpOKa rogHocTn Habopa npu 18-25°C.

MpurotosneHne puU3N0N0rMYecKoro pacTeopa. PeareHT 4 pa3secty gUCTUNANPOBAHHOW BOA,0MN
00 500 mn. PactBop cTabuneH He meHee 1 mecAua B NIOTHO 3aKpbIToM nocyae npu 18-25°C.
MpurotosneHue gunasopeareHta. Cmewatb peareHTbl 2 1 3 B cooTHoweHun 3:1. [lnasopeareHT
ctabuner B TeyeHme 10 gHel B NNOTHO 3aKPbITON NoOCyAe U3 TEMHOrO cTekna npu 2-8°C.

[item Name | [BIT ]
DATA INFORMATION CALIBRATION
UNITS mkmol/l TYPE | Factor
DECIMALS 2 FACTOR 263 **
ANALYSIS
[TYPE | END
NORMAL RANGE
Main W.Length 1 [ 546 MALE FEMALE
Main W.Length 2 | 660 LOW HIGH LOW HIGH
Serum # # # #
[ METHOD | DCA Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
y= [1 X+ |0
[ Page : 1

**baKTop HaZ4O0 CKOPPEKTMPOBATL A4/1A KOHKPETHOro aHa/AM3aTopa C UCMNOo/Ib30BaHNMEM KOHTPO/IbHOM CbIBOPOTKM
paccumTas ero no popmyne:
HOBbIN GaKTOP = 3HaYEHME KOHTPOIbHOro MaTepmrana X CTapbii paktop

M3MepeHHoe 3HayeHue
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[Iltem Name | [DBIL |

Third Mix. | ® OFF O ON
R1Blank | ® WaterBlk O R1 Blank1

ASPIRATION DATA PROCESS
KIND | O Single @ Double READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 9 MAIN| 52 54 LOW 0.000
REAGENT1 VOL | 200 ul SUB 30 31 HIGH 3.000
REAGENT2 50
FACTOR [ENDPOINT LIMIT  [2.000 |

[ Bk correction

[0.8069 | [LINEAR CHECK(%) [0

Dilution
MONITOR
O 99:Dil1 ® 100:Dil2
0 LEVEL POINT |1
SPAN
PROZONE CHECK
START [END __ [LIMIT(%) ]
FIRST
SECOND ® Low O High
THIRD ® Low O High

[ltem Name | [DBIL |

Auto Rerun SW

O On © Off

Auto Rerun Condition (Absorbance

[ Absorbance Range |

Auto Rerun Range (Result)

Lower O On © Off
Higher O On © Off

O On ®© Off |® On O Off

[ Prozone Range | © on © Off

Lower Higher

Serum 10.0

Urine

Plasma

CSF

Dialysis

Other

[ Page: 3 |

*input calibrator value
# entered by the user
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BUNNPYBUH NPAMOM (bilirubin direct)

Habop peareHTOB ANA KOANMYECTBEHHOIO ONpeaeneHns cogepaHnsa obLero u NPAmoro
H6unmpybuHa B CbIBOPOTKE KPOBU KONOPUMETPUUYECKMM MeToaomM EHapaccuka-rpoda.

Koa Ne 20712 - 1x1500 ml

NOATrOTOBKA peareHTOB U Ux cTabunbHOCTb

PeareHTbl 1, 2 1 3 rOoTOBbI K UICNOMb30BaHUIO. PeareHTbl Noc/ie BCKPbITUA CTabUbHbI 40 KOHLA
CpOKa roaHocTn Habopa npu 18-25°C.

MpurotoBneHue gunasopeareHta. Cmewatb peareHTbl 2 1 3 B cooTHoweHun 3:1. [lnasopeareHT
ctabuneH B TeyeHme 10 gHel B NNOTHO 3aKPbITON Nocyae N3 TEMHOro ctekna npu 2-8°C.

[ltem Name | [BID |
DATA INFORMATION CALIBRATION
UNITS mkmol/l TYPE | Factor
DECIMALS 2 FACTOR 296**
ANALYSIS
[TYPE | END
NORMAL RANGE
Main W.Length 1 [ 546 MALE FEMALE
Main W.Length 2 | 660 LOwW HIGH LOwW HIGH
Serum 0.50 6.20 0.50 6.20
[ METHOD | DCA Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
y= [1 X+ |0
[ Page : 1

# BBOOQUTCS onepaTopom

**dhakTop HA4O CKOPPEKTUPOBATb A1t KOHKPETHOIO aHanu3aTtopa C UCMofb30BaHMEM KOHTPOSbHOWM
CbIBOPOTKW paccyuTas ero no opmyne:
HOBbI (paKTOp = 3HaYEHWE KOHTPOSLHOrO MaTepuana x ctapbii dakTop

N3MepeHHOEe 3HaYeHne
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[ltemName | [#] [BILD |

ASPIRATION DATA PROCESS
O Single _ ® Double READ ABSORBANCE LIMIT
VOLUME START | END
SAMPLE 20 MAIN | 52 54 LOW 0.000
REAGENT1 VOL [ 160 Wl SUB 30 31 HIGH 3.000
REAGENT2 20
FACTOR [ENDPOINT LIMIT  [2.000 |
® OFF O ON
[ BIk correction  [1 [ LINEAR CHECK(%) |0 |
© WaterBlk O R1 Blank1
Dilution
MONITOR
Diluent O 99:Dil1 ® 100:Dil2
0 LEVEL POINT |1
SPAN
PROZONE CHECK
START [END LIMIT(%) ]
FIRST
SECOND ® Low O High
THIRD ® Low O High

[ltem Name | [BILT |

Auto Rerun SW

® On OOff

Auto Rerun Condition (Absorbance

[ Absorbance Range |

Auto Rerun Range (Result)

Lower O On © Off
Higher ® On OOff

O On ®© Off |® On O Off

[ Prozone Range |loon @ off

Lower Higher

Serum 150

Urine

Plasma

CSF

Dialysis

Other

[Page:3 |

*input calibrator value
# entered by the user
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TAMMA-TNYTAMUNTPAHC®EPA3A (y-Glutamyl Transferase)

Habop peareHTOB AnA onpeaeneHma akTMBHOCTU Y-TNyTaMUNTpaHchepasbl B CbIBOPOTKE
KpOBMW.

Kod Ne 10515 - 1x100 mn

NOATrOTOBKA peareHTOB U Ux cTabunbHOCTb

MpurotoBneHne moHopeareHTta. CmewwaTb peareHTbl 1 n 2 B cooTHoweHuu 4:1. MoHopeareHT
cTabunen B TeyeHune 30 aHelt npum 2-8°C.

[ltem Name | [GaT |
DATA INFORMATION CALIBRATION
UNITS u/l TYPE | Factor
DECIMALS 0 FACTOR 1158**
ANALYSIS
[ TYPE | RATE
NORMAL RANGE
Main W.Length 1 [ 405 MALE FEMALE
Main W.Length 2 [ 700 LOW HIGH LOW HIGH
Serum 10 90 10 66
[ METHOD [IFCC Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
v= |1 X+ |0
[ Page : 1

*input calibrator value
# entered by the user

**baKTop HaZ0 CKOPPEKTMPOBATb A1 KOHKPETHOro aHa/AM3aTopa C UCMNO/Ib30BaHNMEM KOHTPO/IbHOM CbIBOPOTKM
paccuumTas ero no popmyne:
HOBbIN GaKTOP = 3HaYEHME KOHTPObHOIro MaTepmana X CTapblii gpakTop

M3MepeHHoe 3HayeHue
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[Iltem Name | [cA ]

ASPIRATION DATA PROCESS
KIND | ® Single O Double READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 20 MAIN 16 26 LOwW 0.000
REAGENT1 VOL | 200 ul SuUB HIGH 3.000
REAGENT2
FACTOR [ENDPOINTLIMIT |0
Third Mix. | ® OFF O ON
[ BIk correction  [1 [ LINEAR CHECK(%) [ 15
R1Blank | ® WaterBlk O R1 Blank1
Dilution
MONITOR
O 99:Dil1 ® 100:Dil2
0 LEVEL POINT [1
SPAN
PROZONE CHECK
START [END LIMIT(%) |
FIRST
SECOND ® Low O High
THIRD ® Low O High
[ltem Name | [cAa ]
Auto Rerun SW Auto Rerun Condition (Absorbance
® On OOff [ Absorbance Range |
Lower O On © Off
Higher ® On OOff
Auto Rerun Range (Result)
OOn ®Off [@0On O Off [ Prozone Range |loon @ off
Lower Higher
Serum 230
Urine
Plasma
CSF
Dialysis
Other
[ Page: 3 |

*input calibrator value
# entered by the user
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FNOKO3A (glucose)

Habop peareHToB A/1A KOMYECTBEHHOIO ONpPeAeNeHNs CoAepPKaHUA TNHOKO3bl B CbIBOPOTKE,
nsasme KpoBU 1 moye GepMEHTATUBHbIM FEKCOKMHA3HbIM METOA0M.

Koo Ne 10717 - 1x100 mn

NOATrOTOBKA peareHTOB U Ux cTabunbHOCTb
MNpurotoBneHune pabouero peareHta. PactBoputb PeareHT 2 B PeareHTe 1. Pabounii peareHT
cTabunen 3 mecaua npu 2-8°C.

[ltem Name | [GLUH ]

DATA INFORMATION CALIBRATION
UNITS mMol/l TYPE [ Linear |
DECIMALS 2 STANDARD
#1 5,55 #4
#2 #5
ANALYSIS #3 #6
[TYPE | END
NORMAL RANGE
Main W.Length 1 [ 340 MALE FEMALE
Main W.Length 2 | 405 LOwW HIGH LOwW HIGH
Serum 3.88 6.10 3.88 6.10
[ METHOD | Hexokinase Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
y= [1 X+ |0
[ Page : 1

# BBOAUTCSI ONEepaTopom
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[Iltem Name | [GLUH ]

ASPIRATION DATA PROCESS
® Single ODouble READ ABSORBANCE LIMIT
VOLUME START | END
SAMPLE 3 MAIN | 52 54 LOW 0.000
REAGENT1 VOL | 300 ul SUB 30 31 HIGH 3.000
REAGENT2
FACTOR [ENDPOINT LIMIT  [2.000 |
Third Mix. | ® OFF O ON
[ BIk correction  [1 [ LINEAR CHECK(%) |0 |
® WaterBlk O R1 Blank1
Dilution
MONITOR
O 99:Dil1 ® 100:Dil2
0 LEVEL POINT |1
SPAN
PROZONE CHECK
START [END _ [LIMIT(%) ]
FIRST
SECOND ® Low O High
THIRD ® Low O High

[ltem Name | [GLUC]

Auto Rerun SW

®0n O Off

Auto Rerun Condition (Absorbance

[ Absorbance Range |

Auto Rerun Range (Result)

Lower O On ®© Off
Higher ® On O Off

O On ®© Off |® On O Off

[ Prozone Range | © On © Off

Lower Higher

Serum 500.0

Urine

Plasma

CSF

Dialysis

Other

[ Page: 3 |

*input calibrator value
# entered by the user
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MIOKO3A (glucose (GOD - PAP))

Habop peareHTOB 4/19 KOIMYECTBEHHOTO ONpPeAeeHMsA COAEPKaHUA TNIOKO3bI B
CbIBOPOTKE, NAa3Me KPpoBU KONOPUMETPUYECKMM GepMEHTATUBHbIM I/TFOKO300KCUAAa3HbIM
MEeTOA0M.

Koo Ne10716 — 2x100 mn Ne 20718 — 6x100 mn

NOATrOTOBKA peareHTOB U Ux cTabunbHOCTb
MoHopeareHT roToB K MCMO/1b30BAaHUIO U FOAEH BECb CPOK, YKa3aHHbIN Ha GaKkoHe.

[item Name | [GLUC |

DATA INFORMATION CALIBRATION
UNITS mMol/l TYPE [ Linear |
DECIMALS 2 STANDARD
#1 5.55 #4
#2 #5
ANALYSIS #3 #6
[TYPE | END
NORMAL RANGE
Main W.Length 1| 505 MALE FEMALE
Main W.Length 2 | 700 LOwW HIGH LOW HIGH
Serum 3.88 6.10 3.88 6.10
[ METHOD | GoD Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
y= [1 X+ |0
[ Page : 1

*input calibrator value
# BBOAWTCS Nonb3oBaTenem
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[Iltem Name | [GLUC]

ASPIRATION DATA PROCESS
® Single_ O Double READ ABSORBANCE LIMIT
VOLUME START | END
SAMPLE 5 MAIN | 52 54 LOW 0.000
REAGENT1 VOL [ 250 Wl SUB HIGH 3.000
REAGENT2
FACTOR [ENDPOINT LIMIT  [2.000 |
® OFF O ON
[ BIk correction  [1 [ LINEAR CHECK(%) |80 |
© WaterBlk O R1 Blank1
Dilution
MONITOR
O 99:Dil1 ® 100:Dil2
0 LEVEL POINT [1
SPAN
PROZONE CHECK
START [END LIMIT(%) ]
FIRST
SECOND ® Low O High
THIRD ® Low O High

[ltem Name | [GLUC]

Auto Rerun SW

O On © Off

Auto Rerun Condition (Absorbance

[ Absorbance Range |

Auto Rerun Range (Result)

Lower O On ®© Off
Higher ® On O Off

O On ®© Off |® On O Off

[ Prozone Range | © On © Off

Lower Higher

Serum 20

Urine

Plasma

CSF

Dialysis

Other

[ Page: 3 |

*input calibrator value
# entered by the user
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XENE3O (iron)

Habop peareHTOB 18 KONMYECTBEHHOIO ONpPeAEeNeHNA COAEPHKAHMA Kenes3a B CbIBOPOTKE
KPOBW KONOPUMETPUYECKUM METOAOM C Geppo3MHOM.

Koo Ne 10617 - 2x100 mn

NOArOTOBKA PEATEHTOB U UX CTABUJ/IbHOCTb

Bce peareHTbl roTOBbI K UCMONb30BaHUIO. PeareHTbl 1 1 2, a TakkKe CTaHAapT, NOC/ie BCKPbITUA
cTabunnbHbI 40 KOHLA CPOKa rogHOCTM Habopa npwu 2-8°C.

[item Name | [IRON |

DATA INFORMATION CALIBRATION
UNITS mmol/l TYPE [ Linear |
DECIMALS 2 STANDAR
#1 * #4
#2 #5
ANALYSIS #3 #6
[TYPE | END
NORMAL RANGE
Main W.Length 1 [ 570 MALE FEMALE
Main W.Length 2 LOW HIGH LOW HIGH
Serum 11.6 31.3 7.16 26.85
[ METHOD | Ferrozine Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
Y= [1 X+ |0
[ Page : 1

* BBEAMTE 3Ha4YeHne cTaHaapTa
# BBOOUTCS NOMb3oBaTenem
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[Iltem Name | [IRON |

ASPIRATION DATA PROCESS
KIND | O Single @ Double READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 40 MAIN | 52 54 LOwW -0.1
REAGENT1 VOL | 200 ul SuUB 28 29 HIGH 3.000
REAGENT2 4
FACTOR [ENDPOINT LIMIT  [3.000 |
Third Mix. | ® OFF O ON
[ BIk correction  [1 [ LINEAR CHECK(%) |0 |
R1Blank | ® WaterBlk O R1 Blank1
Dilution
MONITOR
O 99:Dil1 ® 100:Dil2
0 LEVEL POINT [1
SPAN
PROZONE CHECK
START [END LIMIT(%) |
FIRST
SECOND ® Low O High
THIRD ® Low O High
[ltem Name | [IRON |
Auto Rerun SW Auto Rerun Condition (Absorbance
O On @ Off [ Absorbance Range |
Lower O On © Off
Higher O On © Off
Auto Rerun Range (Result)
OOn ®Off [@0On O Off [ Prozone Range |loon @ off
Lower Higher
Serum 1000
Urine
Plasma
CSF
Dialysis
Other
[ Page: 3 |

*input calibrator value
# entered by the user
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KAZIbLIUM (Calcium O-cresolphtaleine)

Habop peareHTOB ANA KOANMYECTBEHHOIO ONpeaeneHuns cogepaHna KanbLma B CbiIBOPOTKe

M NNa3me KPOBU KONOPUMETPUYECKMM METOA0M C 0-Kpe30n$TaNeMHKOMMNIEKCOHOM.

Koo Ne 10618 — 1x100 mn, 1x100 mn

NOArOTOBKA pareHToB M UX CTabUAbHOCTb

Bce peareHTbl FOTOBbI K UICNOb30BaHMIO. PeareHTbl 1 M 2 nocne BCKPbITUA CTabuibHbI 40 KOHLA
CPOKa roaHoCTM Habopa npu 18-25°C. CtaHAapT nocne BCKPbITUA GpaakoHa cTabuneH npu 2-8°C
He 6onee 1 mecaua.

[ltem Name | [Ca |
DATA INFORMATION CALIBRATION
UNITS mmol/l TYPE [ Linear |
DECIMALS 2 STANDARD
#1 2,50 #4
#2 #5
ANALYSIS #3 #6
[TYPE | END
NORMAL RANGE
Main W.Length 1 [ 570 MALE FEMALE
Main W.Length 2 | 660 LOW HIGH LOW HIGH
Serum 2,15 2,65 2,15 2,65
[ METHOD | O-Cresolpht | Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
y= [1 X+ |0
[ Page : 1
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[Iltem Name | [cA ]
ASPIRATION DATA PROCESS
KIND | ® Single O Double READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 3 MAIN| 52 54 LOW 0.000
REAGENT1 VOL | 300 ul SUB HIGH 3.000
REAGENT2
FACTOR [ENDPOINT LIMIT  [2.000 |

Third Mix. | ® OFF ©]

ON

[ Bk correction

[1

[ LINEAR CHECK(%) |0

R1Blank | © WaterBlk O R1 Blank1
Dilution
MONITOR
®99:Dil1 O 100:Dil2
O LEVEL POINT [1
SPAN
PROZONE CHECK
START | END LIMIT(%) |
FIRST
SECOND © Low O High
THIRD ® Low O High
[ltem Name | [cAa ]
Auto Rerun SW Auto Rerun Condition (Absorbance
O On @ Off [ Absorbance Range |
Lower O On © Off
Higher ®0n O Off
Auto Rerun Range (Result)
OOn ®Off [@0On O Off [ Prozone Range |loon @ off
Lower Higher
Serum 5,00
Urine
Plasma
CSF
Dialysis
Other
[ Page: 3
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KPEATUHWUH (creatinine Kinetic - Jaffe)

Habop peareHTOB ANA KONNYECTBEHHOIO ONpeaeeHNs CoaepPKaHNA KpeaTUHMHA B

CbIBOPOTKE, N1a3Me KPOBU U MoYe KMHeTU4eckum metogom fAdde 6e3 aenporemHmnsaumm.

Kod Ne 10719 - 1x100 mn Ne 20719 — 5x100 mn

NnoAroToBKA U CTABUJ/IbHOCTb PEATEHTOB

Bce peareHTbl FOTOBbI K UICNOb30BaHMIO. PeareHTbl 1 M 2 nocne BCKPbITUA CTabuibHbI 40 KOHLA
CPOKa rogHoCTM Habopa npu 18-25°C. CtaHAapT nocne BCKPbITUA paakoHa cTabuneH npu 2-8°C He
bonee 1 mecaua.

MpurotoBneHune pabouero peareHta. 3a 15 MMHYT 40 HaYana NpoBeAEHMA aHaIM3a CMeLaTb
peareHTbl 1 1 2 B cOOTHOWeHMN 4 : 1. Pabounii peareHT ctabuneH npu temnepaType 2-8°C He
6onee 5 cyTok.

[ltem Name | [Crea |
DATA INFORMATION CALIBRATION
UNITS mkMol/l TYPE [ Linear |
DECIMALS 0 STANDARD
#1 177 #4
#2 #5
ANALYSIS #3 #6
[TYPE | END
NORMAL RANGE
Main W.Length 1 [ 505 MALE FEMALE
Main W.Length 2 [ 700 LOW HIGH LOW HIGH
Serum 44 100 44 88
[ METHOD | Jaffe-cinetic | Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
Y= [1 X+ |0
[ Page : 1

*input calibrator value
# entered by the user
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[ Item Name | [ Crea
ASPIRATION DATA PROCESS
KIND | ®Single O Double READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 25 MAIN 14 17 LOwW 0.000
REAGENT1 VOL | 250 ul SuUB HIGH 3.000
REAGENT2
FACTOR [ENDPOINTLIMIT |0
Third Mix. | ® OFF O ON
[ BIk correction  [1 [ LINEAR CHECK(%) |20
R1Blank | ® WaterBlk O R1 Blank1
Dilution
MONITOR
O 99:Dil1 ® 100:Dil2
0 LEVEL POINT [1
SPAN
PROZONE CHECK
START [END LIMIT(%) |
FIRST
SECOND ® Low O High
THIRD ® Low O High
[ltem Name | [CKMB |
Auto Rerun SW Auto Rerun Condition (Absorbance
® On OOff [ Absorbance Range |
Lower O On © Off
Higher O On © Off
Auto Rerun Range (Result)
OOn ®@Off [®0n O Off [ Prozone Range |loon @ off
Lower Higher
Serum 900
Urine
Plasma
CSF
Dialysis
Other
[ Page: 3 |

*input calibrator value
# entered by the user
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MOYEBASA KUCNOTA (uric acid)

Habop peareHTOB 4719 KOIMYECTBEHHOTO ONPEAENEHUA COAEPKAHNA MOYEBOW KNCNOTbI B
MOYE, B CbIBOPOTKE W MAa3Me KPOBU KOJIOPUMETPUYECKMM GEPMEHTATUBHBIM METOAOM.

Koo Ne 10733 - 1x100 mn

[ltem Name | [UA ]

DATA INFORMATION CALIBRATION
UNITS Mkmol/l TYPE [ Linear |
DECIMALS 0 STANDARD
#1 357 #4
#2 #5
ANALYSIS #3 #6
[ TYPE | END
NORMAL RANGE
Main W.Length 1 [ 546 MALE FEMALE
Main W.Length 2 |- LOwW HIGH LOwW HIGH
Serum 202 414 142 389
[ METHOD | Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
Y= [1 X+ |0
[ Page : 1
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[Iltem Name | [uA ]

ASPIRATION DATA PROCESS
KIND | ®Single O Double READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 5 MAIN | 52 54 LOwW 0.000
REAGENT1 VOL | 200 ul SuUB HIGH 3.000
REAGENT2
FACTOR [ENDPOINT LIMIT |2
Third Mix. | ® OFF O ON
[Blk correction [0 [ LINEAR CHECK(%) [0
R1Blank | ® WaterBlk O R1 Blank1
Dilution
MONITOR
® 99:Dil1 0100:Dil2
0 LEVEL POINT [1
SPAN
PROZONE CHECK
START [END LIMIT(%) |
FIRST
SECOND ® Low O High
THIRD ® Low O High
[ltem Name | [uA ]
Auto Rerun SW Auto Rerun Condition (Absorbance
O On @ Off [ Absorbance Range |
Lower O On © Off
Higher O On © Off
Auto Rerun Range (Result)
OOn ®Off [OOn @ Off [ Prozone Range |loon @ off
Lower Higher
Serum
Urine
Plasma
CSF
Dialysis
Other
[ Page: 3
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MOYEBUHA (urea)

Habop ®unakux ctabunmsmpoBaHHbIX peareHToB 41 ONpeAe/ieHNA coaepKaHNA MOYEBUHbI B
CbIBOPOTKE KPOBU HEPMEHTATUBHBIM KUHETUYECKMM METOA0M.

Koo Ne 10722 - 1x100 mn 20722 - 5x100 mn

NOATrOTOBKA peareHTOB U UX CTabunbHOCTb
MpurotoBneHne moHopeareHta. CmewwaTb peareHTbl 1 1 2 B cooTHoweHuu 4:1. MoHopeareHT
ctabuner B TevyeHme 30 gHel npu 2-8°C.

[ltem Name | [Urea |
DATA INFORMATION CALIBRATION
UNITS mMol/l TYPE [ Linear |
DECIMALS 0 STANDARD
#1 8.33 #4
#2 #5
ANALYSIS #3 #6
[TYPE | END
NORMAL RANGE
Main W.Length 1 ]340 MALE FEMALE
Main W.Length 2 | 405 LOW HIGH LOW HIGH
Serum 2.50 8.32 2.50 8.32
[ METHOD [uv Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
v= |1 X+ |0
[ Page : 1

*input calibrator value
# entered by the user
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[ Item Name | [Urea |
ASPIRATION DATA PROCESS
KIND | ® Single O Double READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 3 MAIN | 26 30 LOwW 0.000
REAGENT1 VOL | 300 ul SuUB HIGH 3.000
REAGENT2
FACTOR [ENDPOINT LIMIT  [2.000 |
Third Mix. | ® OFF O ON
[ Bk correction [ 1 [ LINEAR CHECK(%) |0 |
R1 Blank | OWwater Blk ® R1 Blank1
Dilution
MONITOR
® 99:Dil1 O 100:Dil2
0 LEVEL POINT [1
SPAN
PROZONE CHECK
START [END LIMIT(%) |
FIRST
SECOND ® Low O High
THIRD ® Low O High
[ ltem Name | [Urea |
Auto Rerun SW Auto Rerun Condition (Absorbance
® On O Off [ Absorbance Range |
Lower O On © Off
Higher ® On O Off
Auto Rerun Range (Result)
OOn ®Off [@0On O Off [ Prozone Range |loon @ off
Lower Higher
Serum 35
Urine
Plasma
CSF
Dialysis
Other
[ Page: 3 |

*input calibrator value
# entered by the user
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OBLLUUI BE/IOK (total protein)

Habop peareHTOB ANna KONMYECTBEHHOrO onpeaesieHns coaepKaHua obuiero 6enka B
CbIBOPOTKE M M/1a3Me KpoBM BUYypPEeTOBbIM METOA0M.

Ko Ne 10701 2x100 20703 6x100

NOATrOTOBKA peareHTOB U UX CTabunbHOCTb

PeareHTbl M CTaHAAPTbI FOTOBbI K UCNOJ/Ib30BaHUIO, U NMOCE BCKPbITUA GIaKOHOB CTabubHbI
B TeYEHME BCEro CpoKa rogHoctn npu 2-8°C.

[ltem Name | [TP ]

DATA INFORMATION CALIBRATION
UNITS g/l TYPE [ Linear |
DECIMALS 1 STANDARD
#1 60 #4
#2 #5
ANALYSIS #3 #6
[ TYPE | END
NORMAL RANGE
Main W.Length 1 [ 546 MALE FEMALE
Main W.Length 2 [ 700 LOwW HIGH LOwW HIGH
Serum 65 85 65 85
[ METHOD | Biuret Mono | Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
Y= [1 X+ |0
[ Page : 1
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[Iltem Name | [TP ]

Third Mix. | ® OFF O ON
R1Blank | ® WaterBlk O R1 Blank1

ASPIRATION DATA PROCESS
KIND | ®Single O Double READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 4 MAIN| 52 54 LOW 0.000
REAGENT1 VOL | 200 ul SUB HIGH 3.000
FACTOR [ENDPOINT LIMIT  [2.000 |

[ Bk correction

[1

[ LINEAR CHECK(%) |90

MONITOR

OLEVEL POINT |1

Dilution

O 99:Dil1

® 100:Dil2

SPAN
PROZONE CHECK
START [END__ [LIMIT(%) |
FIRST
SECOND ® Low O High
THIRD ® Low O High

[ltem Name | [TP ]

Auto Rerun SW

O On © Off

Auto Rerun Condition (Absorbance

[ Absorbance Range

Auto Rerun Range (Result)

Lower

O On © Off

Higher

O On © Off

O On ®© Off |® On O Off

[ Prozone Range

|loon @ off

Lower Higher

Serum 850

Urine

Plasma

CSF

Dialysis

Other

[ Page: 3 |

*input calibrator value
# entered by the user
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TPUTNTULUEPUADI (triglycerides)

Habop peareHTOB A/19 KOJIMYECTBEHHOTO ONPEAENEHUA COAEPKAHUA TPUTANLEPUA0B B
CbIBOPOTKE M M/1a3Me KPOBM KONOPUMETPUYECKUM GEPMEHTATUBHBIM METOLOM.

Koo Ne 10831 - 1x50 mn Ne 20831 — 2x100 mn

NOAroTOBKA PATEHTOB U UX CTABU/IbHOCTb

PeareHT 1 1 cTaHAAPT roTOBbI K UICNO/Ib30BaHUIO. PeareHT 1 1 cTaHAapT Nocae BCKPbITUA
cTabunnbHbI 4,0 KOHUA CPOKa rogHOCTM Habopa npwu 2-8°C.

[ltem Name | [Tg |

DATA INFORMATION CALIBRATION
UNITS mmol/l TYPE [ Linear |
DECIMALS 2 STANDARD
#1 2,28 #4
#2 #5
ANALYSIS #3 #6
[TYPE | END
NORMAL RANGE
Main W.Length 1 [ 505 MALE FEMALE
Main W.Length 2 | 600 LOW HIGH LOW HIGH
Serum 1,92 1,92
[ METHOD | Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
Y= [1 X+ |0
[ Page : 1
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[Iltem Name | [TRIG ]|

ASPIRATION DATA PROCESS
® Single_ O Double READ ABSORBANCE LIMIT
VOLUME START | END
SAMPLE 3 MAIN | 52 54 LOW 0.000
REAGENT1 VOL [ 300 Wl SUB HIGH 3.000
REAGENT2
FACTOR [ENDPOINT LIMIT  [2.000 |
® OFF O ON
[ BIk correction  [1 [ LINEAR CHECK(%) |0 |
OWaterBlk ~ ©® R1 Blank1
Dilution
MONITOR
®99:Dil1 O 100:Dil2
0 LEVEL POINT [1
SPAN
PROZONE CHECK
START [END LIMIT(%) ]
FIRST
SECOND ® Low O High
THIRD ® Low O High

[ltem Name | [TRIG |

Auto Rerun SW

O On © Off

Auto Rerun Condition (Absorbance

[ Absorbance Range |

Auto Rerun Range (Result)

Lower O On © Off
Higher O On © Off

O On ®© Off |OOn @ Off

[ Prozone Range | © on © Off

Lower Higher

Serum

Urine

Plasma

CSF

Dialysis

Other

[ Page: 3 |

*input calibrator value
# entered by the user
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®OCPOP (phosphorus)

Habop peareHTOB /11 KONMYECTBEHHOTO Onpese/eHuns cogep:aHua Gocdopa B CbIBOPOTKE KPOBM U MOYE YibTPadu1oNETOBbIM METOLOM.
Koo Ne 10621 —2x100 mn

NOAroTOBKA PATEHTOB U UX CTABU/IbHOCTb

PeareHT 1 1 cTaHAA@PT roTOBbI K UICNO/b30BaHUIO. PeareHT 1 1 cTaHAapT Nocae BCKPbITUA

cTabunnbHbI 40 KOHLUA CPOKa rogHOCTM Habopa npwu 2-8°C.
NMOArOTOBKA peareHTOB M UX CTabUNBHOCTb

Bce peareHTbl roToBbl K MUCNONb30BaHUIO. PeareHT 1 nocsie BCKpbITUA CTabuieH A0 KOHLA CPOKa
rogHocT Habopa npu 2-8°C. CtaHZApT nocne BCKpbITUA dnakoHa ctabuneH npu 2-8°C He Bonee
1 mecaua.

[ltem Name | [Pho |

DATA INFORMATION CALIBRATION
UNITS mmol/l TYPE [ Linear |
DECIMALS 2 STANDARD
#1 1,61 #4
#2 #5
ANALYSIS #3 #6
[ TYPE | END
NORMAL RANGE
Main W.Length 1 [ 340 MALE FEMALE
Main W.Length 2 | 505 LOwW HIGH LOwW HIGH
Serum 0,9 1,9 0,9 1,9
[ METHOD [uv Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
Y= [1 X+ |0
[ Page : 1
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[Iltem Name | [Pho |

ASPIRATION DATA PROCESS
KIND | ®Single O Double READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 3 MAIN| 52 54 LOW 0.000
REAGENT1 VOL | 300 ul SUB HIGH 3.000
FACTOR [ENDPOINT LIMIT  [2.000 |
Third Mix. | ® OFF O ON
[ BIk correction  [1 [ LINEAR CHECK(%) |0 |
R1Blank | ® WaterBlk O R1 Blank1

MONITOR

OLEVEL POINT |1

Dilution

©99:Dilt

O 100:Dil2

SPAN
PROZONE CHECK
START [END__ [LIMIT(%) |
FIRST
SECOND ® Low O High
THIRD ® Low O High

[ltem Name | [Pho ]

Auto Rerun SW

O On © Off

Auto Rerun Condition (Absorbance

[ Absorbance Range

Lower

O On © Off

Auto Rerun Range (Result)

Higher

® On OOff

O On ®© Off |OOn @ Off

[ Prozone Range

|loon @ off

Lower Higher

Serum

Urine

Plasma

CSF

Dialysis

Other

[ Page: 3 |

*input calibrator value
# entered by the user
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XNOPUADbI (chloride)

Habop peareHTOB ANA KOANMYECTBEHHOIO ONpeaeneHns cogepaHnsa Xx10p1Maos B

CbIBOPOTKE, N1a3Me KPOBMU, IMKBOPE U MOYE C UCMONb30BaHMEM TUOLUMAHATA.

Kod Ne 10622 - 2x100 mn

NOATrOTOBKA peareHTOB U UX CTabunbHOCTb

Bce peareHTbl FOTOBbI K UICNONb30BaHMIO. PeareHT 1 nocne BCKPbITUA cTabuieH A0 KOHLA CpoKa

rogHocT Habopa npu 2-8°C. CtaHZapT nocse BCKpbITUA dnakoHa ctabuneH npu 2-8°C He Bonee
1 mecsaua.

[ltem Name | [cL |
DATA INFORMATION CALIBRATION
UNITS mmol/l TYPE [ Linear |
DECIMALS 0 STANDARD
#1 100 #4
#2 #5
ANALYSIS #3 #6
[TYPE | END
NORMAL RANGE
Main W.Length 1 [ 505 MALE FEMALE
Main W.Length 2 |- LOwW HIGH LOW HIGH
Serum 95 108 95 108
[ METHOD | Thiocyanate | Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
y= [1 X+ |0
[ Page : 1
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[Iltem Name | [c ]
ASPIRATION DATA PROCESS
KIND | ® Single ODouble READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 3 MAIN | 52 54 LOwW 0.000
REAGENT1 VOL | 300 ul SuUB HIGH 3.000
FACTOR [ENDPOINT LIMIT  [2.000 |
Third Mix. | ® OFF O ON
[ Bk correction [ 1 [ LINEAR CHECK(%) |0 |
R1Blank | ® WaterBlk O R1 Blank1
Dilution
MONITOR
O 99:Dil1 ® 100:Dil2
0 LEVEL POINT [1
SPAN
PROZONE CHECK
START [END LIMIT(%) |
FIRST
SECOND ® Low O High
THIRD ® Low O High
[ltem Name | [cL ]
Auto Rerun SW Auto Rerun Condition (Absorbance
O On @ Off [ Absorbance Range |
Lower O On © Off
Higher O On © Off
Auto Rerun Range (Result)
OOn ®Off [OOn @ Off [ Prozone Range |loon @ off
Lower Higher
Serum
Urine
Plasma
CSF
Dialysis
Other
[ Page: 3 |

*input calibrator value
# entered by the user
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XONECTEPUH (cholesterol)

HaGop peareHToB AN1A KONMYEeCTBEHHOrO onpeaeneHnAa coaep*XaHmAa XxonectepmHa B CbiBOPOTKE U N1a3me KpoBU
KONOpUMeETPpUYECKUM d)epMEHTaTVIBHbIM MeToaom.
Koo Ne 10823 — 2x50 mn Ne 10824 - 2x100 ma Ne 20824 - 5x100 mn

NOAroTOBKA PATEHTOB U UX CTABU/IbHOCTb

MNpurotoBneHue pabouero peareHta. K 100 mn PeareHTa 1 fo6aButb 2 mn PeareHTa 2 (COOTHOLLEHME
1:50) v TWaTeNbHO NepemellaTtb, U3beras neHoobpasoBaHUA. Paboumin peareHT cTabuneH B TedeHue
4 mecaueB Bo ¢JlakoHe N3 TeMHoro ctekna npu 2-8°C.

PeareHTbl 1 1 2, a TaK)Ke CTaHAAPT NOC/Ie BCKPLITUA CTabWIbHbI 4,0 KOHL,A CPOKa rogHOCTN Habopa
npu 2-8°C.

[ltem Name | [Chol |
DATA INFORMATION CALIBRATION
UNITS mmol/l TYPE [ Linear |
DECIMALS 2 STANDARD
#1 517 #4
#2 #5
ANALYSIS #3 #6
[ TYPE | END
NORMAL RANGE
Main W.Length 1 [ 505 MALE FEMALE
Main W.Length 2 | 600 LOwW HIGH LOwW HIGH
Serum 3.7 6.7 3.7 6.7
[ METHOD | Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
Y= [1 X+ |0
[ Page : 1
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[Iltem Name | [Chol ]

ASPIRATION DATA PROCESS
KIND | ®Single O Double READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 3 MAIN | 52 54 LOwW 0.000
REAGENT1 VOL | 300 ul SuUB HIGH 3.000
FACTOR [ENDPOINT LIMIT  [2.000 |
Third Mix. | ® OFF O ON
[ Bk correction [ 1 [ LINEAR CHECK(%) [0 |
R1 Blank | OWwater Blk ® R1Blank1
Dilution
MONITOR
®99:Dil1 O 100:Dil2
0 LEVEL POINT [1
SPAN
PROZONE CHECK
START [END LIMIT(%) |
FIRST
SECOND ® Low O High
THIRD ® Low O High
[ltem Name | [Chol |
Auto Rerun SW Auto Rerun Condition (Absorbance
O On @ Off [ Absorbance Range |
Lower O On ®© Off
Higher O On © Off
Auto Rerun Range (Result)
OOn ®Off [OOn @Off [ Prozone Range |oon @ off
Lower Higher
Serum
Urine
Plasma
CSF
Dialysis
Other
[ Page: 3
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LLENNOYHAA POCDHATA3A (alkaline phosphatase (alp))

Habop peareHTOB Ana onpeneneHns akTMBHOCTY LesiodHOM pocdaTasbl B CbIBOPOTKe
KpOBM.

Koo Ne 10510- 1x120mn  Ne 20510 - 5x120 mn

NOATrOTOBKA peareHTOB U Ux cTabunbHOCTb
MpurotoBneHne moHopeareHta. CmewwaTb peareHTbl 1 1 2 B cooTHoweHuu 5:1. MoHopeareHT
CTabuneH B TeyeHune 7 gHelt npn 2-8°C nnm 8 4acoB NpU KOMHATHOM TeMmnepaType.

[ltem Name | [ALP |

DATA INFORMATION CALIBRATION
UNITS u/l TYPE | Factor
DECIMALS 0 FACTOR 2757**
ANALYSIS
[ TYPE | RETE
NORMAL RANGE
Main W.Length 1 [ 405 MALE FEMALE
Main W.Length 2 | 600 LOW HIGH LOW HIGH
Serum 40.2 129 34.8 104.4
[ METHOD [IFCC Urine
Plasma
CSF
Dialysis
CORR. Other
SLOPE INTER
v= |1 X+ |0
[ Page : 1

**baKTop HaZo CKOPPEKTMPOBATb 417 KOHKPETHOro aHa/AM3aTopa C UCMNOo/Ib30BaHNMEM KOHTPO/IbHOM CbIBOPOTKM
paccumTas ero no popmyne:
HOBbIN GaKTOpP = 3HaYEeHME KOHTPO/IbHOro MaTepmrana X CTapbii dpaktop

M3MepeHHoe 3HayeHue
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[Iltem Name | [ALP

ASPIRATION DATA PROCESS
KIND | ®Single O Double READ ABSORBANCE LIMIT
VOLUME START [ END
SAMPLE 6 MAIN 12 29 LOwW 0.000
REAGENT1 VOL | 300 ul SuUB HIGH 3.000
FACTOR [ENDPOINTLIMIT |0
Third Mix. | ® OFF O ON
[ Bk correction [ 1 [ LINEAR CHECK(%) [ 15
R1Blank | ® WaterBlk O R1 Blank1
Dilution
MONITOR
® 99:Dil1 0100:Dil2
0 LEVEL POINT [1
SPAN
PROZONE CHECK
START [END LIMIT(%) |
FIRST
SECOND ® Low O High
THIRD ® Low O High
[ltem Name | [ALP ]
Auto Rerun SW Auto Rerun Condition (Absorbance
O On @ Off [ Absorbance Range |
Lower O On © Off
Higher O On © Off
Auto Rerun Range (Result)
OOn ®Off [O0On ®Off [ Prozone Range |loon @ off
Lower Higher
Serum
Urine
Plasma
CSF
Dialysis
Other
[ Page: 3 |

*input calibrator value
# entered by the user
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